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3 <110> APPLICANT: Pickard, Benjamin Simon 

4 Blackwood, Douglas 

5 Porteous, David 

6 Muir, Walter John 

7 Mors, Ole 

8 Ewald, Henrik Lykke 

10 <120> TITLE OF INVENTION: SCHIZOPHRENIA ASSOCIATED GENES 

12 <130> FILE REFERENCE: 9013.63 

•14 <140> CURRENT APPLICATION NUMBER: US 10/511,455 

15 <141> CURRENT FILING DATE: 2004-10-05 

17 <150> PRIOR APPLICATION NUMBER: PCT/GB03/001543 

18 <151> PRIOR FILING DATE: 2003-04-07 

20 <150> PRIOR APPLICATION NUMBER: GB0207902.8 

21 <151> PRIOR FILING DATE: 2002-04-05 

23 <150> PRIOR APPLICATION NUMBER: GB0207904.4 

24 <151> PRIOR FILING DATE: 2002-04-05 

26 <150> PRIOR APPLICATION NUMBER: GB0207900.2 

27 <151> PRIOR FILING DATE: 2002-04-05 

2 9 <150> PRIOR APPLICATION NUMBER: GB02 07901.0 

30 <151> PRIOR FILING DATE: 2002-04-05 

32 <150> PRIOR APPLICATION NUMBER: GB0227734.1 

33 <151> PRIOR FILING DATE: 2002-11-28 
35 <160> NUMBER OF SEQ ID NOS : 94 

37 <170> SOFTWARE: Patentln version 3.1 

39 <210> SEQ ID NO: 1 

40 <211> LENGTH: 4773 

41 <212> TYPE: DNA 

42 <213> ORGANISM: Homo sapiens 

44 <400> SEQUENCE: 1 

45 aaaacttccc cgggtagatt cacccaccgg tcctggaaac ctgctaaatc ctgaaggttc 60 
47 acagaacctc tggtcagaac tgaagttgca gccggagctt cccgcaggct ctgtaacttt 12 0 
49 ccctggaatg aaataaataa ataaagaccg taagtgctga gatagcgggc cccaagatat 180 
51 ttttagtcct ctgcaatcag ccactagagg aagggggagg gagaagggag taaaaaagtt 240 
53 ttgatccgtt cgggaagggg ctcgaagaga acccttggga gaaagcagta gcctcagctc 300 
55 caaactcagc gagcttttct cggctggcgt tttgtctcct atagcgtaga ctgtaagaga 360 
57 acagaaagga gtttcccgag aagattcagg ctggcgtcct gggctggccc gtcccttctg 420 
59 gcgagcctca gtgtcctccc acgcgcttct gccttccagc ctcctccctt tttcgggggg 480 
61 ctggcgggag gcatccaagg cacgatgtat gtgcgctcgc gctcgcgcaa atacggccgg 540 
63 aggagtcctg ttcctcgggc attttccgag gaagtctgga tcaattaggc tcagtccggg 600 
65 gagagccagc gagcgcgcgg gcggcgtagc cggcctgtct gggccgcctc gtggggaggg 660 
67 agggggcgcc cggccgcccg gcggcgaccc cggggcctgg ccgccaccat gggcttcgag 720 
69 ctggaccgct tcgacggcga cgtggacccg gacctgaagt gcgcgctgtg ccacaaggtc 780 
71 ctggaggacc cgctgaccac gccgtgcggc cacgtcttct gcgccggctg cgtgctgccc 840 
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73 tgggtggtgc aggagggcag ctgcccggcg cgctgccgcg gtcgcctgtc ggccaaagag 900 

75 ctcaaccacg tcctgccgct caagcgcctt atcctcaagc tggacatcaa gtgcgcgtac 960 

77 gcgacgcgcg gctgcggccg ggtggtcaag ctgcagcagc tgccggagca cctcgagcgc 102 0 

79 tgcgacttcg cgcccgcgcg ctgtcgccac gcgggttgcg gccaggtgct gctgcggcgc 1080 

81 gacgtggagg cgcacatgcg cgacgcgtgc gacgcgcggc cagtgggccg ctgccaggag 1140 

83 ggctgcgggc tacccttgac gcacggcgag cagcgcgcgg gcggccactg ctgcgcgcga 1200 

85 gcgctgcggg cgcacaacgg cgcgctccag gcccgcctgg gcgcgctgca caaggcgctc 1260 

87 aagaaggagg cgctgcgcgc tgggaagcgc gagaagtcgc tggtggccca gctggccgcg 132 0 

89 gcgcagcttg agctgcagat gaccgcgctg cgctaccaga agaaattcac cgaatacagc 1380 

91 gcgcgcctcg actcgctcag ccgctgcgtg gccgcgccgc ccggcggcaa gggcgaagaa 1440 

93 accaaaagtc tgactcttgt cctgcatcgg gactccggct ccctgggatt caatattatt 1500 

95 ggtggccggc cgagtgtgga taaccacgat ggatcatcca gtgaaggaat ctttgtatcc 1560 

97 aagatagttg acagtgggcc tgcagccaag gaaggaggcc tgcaaattca tgacaggatt 1620 

99 attgaggtca acggcagaga cttatccaga gcaactcatg accaggctgt ggaagctttc 1680 

101 aagacagcca aggagcccat agtggtgcag gtgttgagaa gaacaccaag gaccaaaatg 1740 

103 ttcacgcctc catcagagtc tcagctggtg gacacgggaa cccaaaccga catcaccttt 1800 

105 gaacatatca tggccctcac taagatgtcc tctcccagcc cacccgtgct ggatccctat 1860 

107 ctcttgccag aggagcatcc ctcagcccat gaatactacg atccaaatga ctacattgga 192 0 

109 gacatccatc aggagatgga cagggaggag ctggagctgg aggaagtgga cctctacaga 1980 

111 atgaacagcc aggacaagct gggcctcact gtgtgctacc ggacggacga tgaagacgac 2040 

113 attgggattt atatcagtga gattgaccct aacagcattg cagccaagga tgggcgcatc 2100 

115 cgagaaggag accgcattat ccagattaat gggatagagg tgcagaaccg tgaagaggct 216 0 

117 gtggctcttc taaccagtga agaaaataaa aacttttcat tgctgattgc aaggcctgaa 2220 

119 ctccagctgg atgagggctg gatggatgat gacaggaacg actttctgga tgacctgcac 2280 

121 atggacatgc tggaggagca gcaccaccag gccatgcaat tcacagctag cgtgctgcag 2340 

123 cagaagaagc acgacgaaga cggtgggacc acagatacag ccaccatctt gtccaaccag 2400 

125 cacgagaagg acagcggtgt ggggcggacc gacgagagca cccgtaatga cgagagctcg 2460 

12 7 gagcaagaga acaatggcga cgacgccacc gcatcctcca acccgctggc ggggcagagg 252 0 
129 aagctcacct gcagccagga caccttgggc agcggcgacc tgcccttcag caacgagtct 2580 
131 ttcatttcgg ccgactgcac ggacgccgac tacctgggga tcccggtgga cgagtgcgag 2640 
133 cgcttccgcg agctcctgga gctcaagtgc caggtgaaga gcgccacccc ttacggcctg 2700 
135 tactacccta gcggccccct ggacgccggc aagagtgacc ctgagagcgt ggacaaggag 2760 

13 7 ctggagctgc tgaacgaaga gctgcgcagc atcgagctgg agtgcctgag catcgtgcgc 2 82 0 
13 9 gcccacaaga tgcagcagct caaggagcag taccgcgagt cctggatgct gcacaacagc 2880 
141 ggcttccgca actacaacac cagcatcgac gtgcgcagac acgagctctc agatatcacc 2940 
143 gagctcccgg agaaatccga caaggacagc tcgagcgcct acaacacagg cgagagctgc 3000 
145 cgcagcaccc cgctcaccct ggagatctcc cccgacaact ccttgaggag agcggcggag 3060 
147 ggcatcagct gcccgagcag cgaaggggct gtggggacca cggaagccta cgggccagcc 312 0 
149 tccaagaatc tgctctccat cacggaagat cccgaagtgg gcacccctac ctatagcccg 3180 
151 tccctgaagg agctggaccc caaccagccc ctggaaagca aagagcggag agccagcgac 3240 
153 gggagccgga gccccacgcc cagccagaag ctgggcagcg cctacctgcc ctcctatcac 3300 
155 cactccccat acaagcacgc gcacatcccg gcgcacgccc agcactacca gagctacatg 3360 
157 cagctgatcc agcagaagtc ggccgtggag tacgcgcaaa gccagatgag cctggtgagc 3420 
159 atgtgcaagg acctgagctc tcccaccccg tcggagccgc gcatggagtg gaaggtgaag 3480 
161 atccgcagcg acgggacgcg ctacatcacc aagaggcccg tgcgggaccg cctgctgcgg 3540 
163 gagcgcgccc tgaagatccg ggaagagcgc agcggcatga ccaccgacga cgacgcggtg 3600 
165 agcgagatga agatggggcg ctactggagc aaggaggaga ggaagcagca cctggtgaag 3660 
167 gccaaggagc agcggcggcg gcgcgagttc atgatgcaga gcaggttgga ttgtctcaag 372 0 
169 gagcagcaag cagccgatga caggaaggag atgaacattc tcgaactgag ccacaaaaag 3780 



file://C:\CRF4\OUTHOLD\VsrJ5 1 1455.htm 



11/28/05 



Page 3 of 8 



RAW SEQUENCE LISTING DATE: 11/28/2005 

PATENT APPLICATION: US/10/511,455 TIME: 15:39:25 

Input Set : A:\9013.63 Sequence Listing CRP.TXT 
Output Set: N:\CRP4\11282005\J511455.raw 

171 atgatgaaga agaggaataa gaaaatcttc gataactgga tgacgatcca agaactctta 3840 

173 acccacggca caaaatcccc ggacggcact agagtataca attccttcct atcggtgact 3900 

175 actgtataat tttcacttct gcattatgta cataaaggag accactacca ctggggtaga 3 96 0 

177 aattcctgcc tcgttcaatg cggcaagttt ttgtatataa gataagtacg gtcttcatgt 4020 

179 ttatagtcca aatttgcaaa ccctacaact ctgggtgtca taggtctatt ttaagggaag 4080 

181 agagagaaaa acacccttac tatcttggaa ggcaatatta acaaacagag cttttttcaa 4140 

183 atagcaattg tacttttcta cctgtaccct tttacataaa gtgtttaaat ttcagaaaga 4200 

185 tcttttatta agcatacttt cacagaataa cttgtttaaa ctatattcat ataaaaaagt 4260 

187 taaacacgct ttttttcctg cctaaaacac aaatacaact gccagtatgt atttttaatg 4320 

189 gaaccctatt ttataatggt acgttactga atgtgtttca tatgcgtgac cgttaagata 4380 

191 ttatcattta ggtgaaggtt tcaactcaaa accacccaac ccggtggtta acgatttaat 4440 

193 acatataacc aaaccggcag cgtttagagt tgggatatac atttaaacat tttcctggtt 4500 

195 aaggttccca agagagtgta aaggttttag cagaaagcaa aatatcttgc atctttatgg 4560 

197 aagtttaaag catgtttgca aatattgcag cccattgaaa gaatttgcat gtacaggaaa 4620 

199 gttgtggatg gagacggttt gtggaatttt aagtgctcat tgtagtaaac ttttgctttg 4680 

201 tagatttgaa ggtacagact tatacaggca agttcacaaa atcatgatta gttacaaaca 4740 

203 gtaaaatgaa gttaaaataa attattattt tct 4773 

206 <210> SEQ ID NO: 2 

207 <211> LENGTH: 1066 

208 <212> TYPE: PRT 

209 <213> ORGANISM: Homo sapiens 
211 <400> SEQUENCE: 2 

213 Met Gly Phe Glu Leu 

214 1 5 

217 Lys Cys Ala Leu Cys 

218 20 

221 Cys Gly His Val Phe 

222 35 
22 5 Glu Gly Ser Cys Pro 
226 50 

22 9 Leu Asn His Val Leu 
230 65 

233 Lys Cys Ala Tyr Ala 

234 85 

237 Gin Leu Pro Glu His 

238 100 

241 Arg His Ala Gly Cys 

242 115 

245 His Met Arg Asp Ala 

246 130 

249 Gly Cys Gly Leu Pro 

250 145 

253 Cys Cys Ala Arg Ala 

254 165 
2 57 Leu Gly Ala Leu His 
258 180 
2 61 Lys Arg Glu Lys Ser 
262 195 
265 Leu Gin Met Thr Ala 
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He 
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He 
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75 










80 
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Arg 


Gly 
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Gly 
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Arg 


Val 


Val 
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Leu 
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Leu 


Glu 


Arg 


Cys 
105 


Asp 


Phe 


Ala 


Pro 


Ala 
110 


Arg 


Cys 


Gly 


Gin 


Val 
120 


Leu 


Leu 


Arg 


Arg 


Asp 
125 


Val 


Glu 


Ala 
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Asp 
135 


Ala 


Arg 


Pro 


Val 


Gly 
140 


Arg 


Cys 


Gin 


Glu 


Leu 


Thr 


His 


Gly 


Glu 


Gin 


Arg 


Ala 


Gly 


Gly 


His 


150 










155 










160 


Leu 


Arg 


Ala 


His 


Asn 
170 


Gly 


Ala 


Leu 


Gin 


Ala 
175 


Arg 


Lys 


Ala 


Leu 


Lys 
185 


Lys 


Glu 


Ala 


Leu 


Arg 
190 


Ala 


Gly 


Leu 


Val 


Ala 
200 
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Leu 


Ala 


Ala 


Ala 
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266 




210 
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220 
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Ala 


Arg 
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Val 


Ala 
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Pro 


Pro 


Gly 


Gly 


270 


225 










230 










235 










240 


273 


Lys 


Gly 


Glu 


Glu 


Thr 


Lys 


Ser 


Leu 


Thr 


Leu 


Val 


Leu 


His 


Arg 


Asp 


Ser 


274 










245 










250 










255 




277 


Gly 


Ser 


Leu 


Gly 
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Asn 


He 


He 


Gly 


Gly 


Arg 


Pro 


Ser 


Val 


Asp 


Asn 


278 








260 










265 










270 






281 


His 


Asp 


Gly 


Ser 


Ser 


Ser 


Glu 


Gly 


He 


Phe 


Val 


Ser 


Lys 


He 


Val 


Asp 


282 






275 










280 










285 








285 


Ser 


Gly 


Pro 


Ala 


Ala 


Lys 


Glu 


Gly 


Gly 


Leu 


Gin 


He 


His 


Asp 


Arg 


He 


286 




290 










295 










300 










289 


He 


Glu 


Val 


Asn 


Gly 


Arg 


Asp 


Leu 


Ser 


Arg 


Ala 


Thr 


His 


Asp 


Gin 


Ala 


290 


305 










310 










315 










320 


293 


Val 


Glu 


Ala 
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Thr 


Ala 
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Glu 


Pro 


He 


Val 


Val 


Gin 


Val 


Leu 


294 
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335 
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Arg 


Arg 
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Arg 
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Met 
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Thr 


Pro 


Pro 


Ser 


Glu 


Ser 


Gin 
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345 










350 
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Leu 


Val 
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He 
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355 
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Lys 


Met 


Ser 


Ser 


Pro 


Ser 


Pro 


Pro 


Val 


Leu 
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380 
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Glu 


Glu 
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Pro 


Ser 


Ala 


His 


Glu 
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Asp 


Pro 


Asn 


310 


385 










390 










395 










400 


313 


Asp 
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He 


Gly 


Asp 


He 


His 
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Glu 


Met 


Asp 


Arg 


Glu 


Glu 


Leu 


Glu 


314 










405 










410 










415 




317 


Leu 


Glu 


Glu 


Val 


Asp 


Leu 


Tyr Arg 


Met 


Asn 


Ser 


Gin 


Asp 
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Leu 


Gly 


318 








420 










425 










430 






321 


Leu 


Thr 


Val 
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Tyr 


Arg 
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Asp 


Asp 


Glu 


Asp 


Asp 


He 


Gly 


He 


Tyr 


322 






435 










440 










445 








325 


He 


Ser 


Glu 


He 


Asp 


Pro 


Asn 


Ser 


He 


Ala 


Ala 


Lys 


Asp 


Gly 


Arg 


He 


326 




450 










455 










460 










329 


Arg 


Glu 


Gly 


Asp 


Arg 


He 


He 


Gin 


He 


Asn 


Gly 


He 


Glu 


Val 
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Asn 


330 


465 










470 










475 
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Met 
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Asp 
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Asp 


Met 


Leu 
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346 
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Asp 
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354 
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575 




357 


Ser 


Thr 


Arg 


Asn 


Asp 


Glu 


Ser 


Ser 


Glu 
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Asp 
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365 
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Asp 
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Gly 
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366 




610 










615 










620 










369 


Phe 


He 


Ser 


Ala 


Asp 
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Thr 


Asp 
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Asp 
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He 
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Val 


370 
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Asp 


Glu 
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Val 
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645 
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Pro 
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Asp 


378 
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670 
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Glu 
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382 
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He 


Val 
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700 
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Ala 
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Glu 
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Arg 
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Met 


390 


705 










710 










715 










720 


393 
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His 
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Ser 
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Arg 
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Ser 


He 


Asp 


Val 


Arg 


394 










725 










730 










735 




397 


Arg 


His 


Glu 


Leu 


Ser 


Asp 


He 


Thr 


Glu 
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Glu 
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Ser Asp 


Lys 


398 
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745 










750 
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Ser 


Ser 


Ser 
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Ser 
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Ser 
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Pro 


402 






755 










760 










765 








405 


Leu 


Thr 


Leu 


Glu 


He 


Ser 
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Asp 


Asn 


Ser 


Leu 


Arg 


Arg 


Ala 


Ala 


Glu 


406 




770 










775 










780 










409 


Gly 


He 


Ser 


Cys 


Pro 


Ser 


Ser 


Glu 


Gly 


Ala 


Val 


Gly 


Thr 


Thr 


Glu 


Ala 


410 


785 










790 










795 










800 


413 


Tyr 


Gly 


Pro 


Ala 


Ser 


Lys 


Asn 


Leu 


Leu 


Ser 


lie 


Thr 


Glu 


Asp 


Pro 


Glu 


414 










805 










810 










815 




417 


Val 


Gly 


Thr 


Pro 


Thr 
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Ser 


Pro 


Ser 
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Lys 


Glu 


Leu 


Asp 


Pro 


Asn 
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825 










830 






421 


Gin 


Pro 


Leu 


Glu 
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Glu 


Arg 


Arg 
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Ser Arg 


Ser 
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835 










840 










845 
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Pro 


Thr 


Pro 
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Pro 


Ser 


Tyr 
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426 




850 










855 










860 










429 


His 
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Lys 


His 


Ala 


His 


He 


Pro 


Ala 


His 


Ala 


Gin 


His 


Tyr 


430 


865 










870 










875 










880 


433 


Gin 
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Met 


Gin 
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He 


Gin 


Gin 
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Ser 
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Val 


Glu 


Tyr 


Ala 


434 










885 










890 










895 




437 


Gin 


Ser 


Gin 


Met 


Ser 


Leu 


Val 


Ser 


Met 


Cys 


Lys 


Asp 


Leu 


Ser 


Ser 


Pro 


438 








900 










905 










910 






441 


Thr 


Pro 


Ser 


Glu 


Pro 


Arg 


Met 


Glu 


Trp 


Lys 


Val 


Lys 


He 


Arg 


Ser 


Asp 


442 






915 










920 










925 








445 


Gly 


Thr 


Arg 


Tyr 


He 


Thr 


Lys 


Arg 


Pro 


Val 


Arg 


Asp 


Arg 


Leu 


Leu 


Arg 


446 




930 










935 










940 










449 


Glu 


Arg 


Ala 


Leu 


Lys 


He 


Arg 


Glu 


Glu 


Arg 


Ser 


Gly 


Met 


Thr 


Thr 


Asp 


450 


945 










950 










955 










960 


453 


Asp 


Asp 


Ala 


Val 


Ser 


Glu 


Met 


Lys 


Met 


Gly 


Arg 


Tyr 


Trp 


Ser 


Lys 


Glu 


454 










965 










970 










975 




457 


Glu 


Arg 


Lys 


Gin 


His 


Leu 


Val 


Lys 


Ala 


Lys 


Glu 


Gin 


Arg 


Arg Arg 


Arg 


458 








980 










985 










990 






461 


Glu 


Phe 


Met 


Met 


Gin 


Ser 


Arg 


Leu 


Asp Cys Leu Lys Glu Gin Gin A! 
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RAW SEQUENCE LISTING ERROR SUMMARY 

PATENT APPLICATION: US/10/511,455 



DATE: 11/28/2005 
TIME: 15:39:26 



Input Set : A:\9013.63 Sequence Listing CRP.TXT 
Output Set: N:\CRF4\11282005\J511455.raw 



Please Note: 

Use of n and/or Xaa have been detected in the Sequence Listing. Please review the 
Sequence Listing to ensure that a corresponding explanation is presented in the 
<220> 

to <223> fields of each sequence which presents at least one n or Xaa. 




Seq#:94; N Pos . 4,5 
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VERIFICATION SUMMARY DATE: 11/28/2005 

PATENT APPLICATION: US/10/511 , 455 TIME: 15:39:26 

Input Set : A:\9013 .63 Sequence Listing CRF.TXT 
Output Set: N:\CRF4\11282005\J511455.raw 

L:5592 M:341 W: (46) "n" or "Xaa" used, for SEQ ID# : 94 after pos . : 0 
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